107570911 

mnec'dPCT/FTo Qd MAR zoos 

SEQUENCE LISTING 

< 1 IJQ > Immu sol I nc . 
^'^ Hu , Xiuyuan 
Li , Henry 
Ke, Ning 
Grifman, Mirta 
Rogers, Cheryl 
Defife, Kristin 
Habita, Cellia 
Fan, Wufang 
Rhoades, Kristina 
Tan, Philip 
Tritz , Richard 
Wong-Staal, Flossie 

<120> METHODS OF IDENTIFYING AGENTS THAT INHIBIT THE GROWTH OF CANCER 
CELLS 

<130> P-IMM1008PC 

<140> PCT/US2 004/02 7672 

<150> US 60/500,281 
<151> 2003-09-04 

<160> 38 

<170> Patentin version 3.2 

<210> 1 

<211> 5329 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1986) . . (1986) 

<223> n is a, c, g, or t 

<400> 1 



gtggtgtcgg 


tgtcggcagc 


atccccggcg 


ccctgctgcg 


gtcgccggag 


ccctcggcct 


60 


ctgttctcct 


ccccctcccg 


cccttacctc 


cacgcgggac 


cgcccgcgcc 


agtcaactcc 


120 


tcgcactttg 


cccctgcttg 


gcagcggata 


aaagggggct 


gaggaaatac 


cggacacgtc 


180 


cacccgttgc 


cagctctagc 


ctttaaattc 


ccggctcggg 


acctccacgc 


accgggctag 


240 


cgccgacaac 


cagctagcgt 


gcaaggcgcc 


gcggctcagc 


gcgtaccggc 


gggcttcgaa 


300 


accgcagtcc 


tccggcgacc 


ccgaactccg 


ctccggagcc 


tcagccccct 


ggaaagtgat 


360 


cccggcatcg 


gagagccaag 


atgccggccc 


acttgctgca 


ggacgatatc 


tctagctcct 


420 


ataccaccac 


caccaccatt 


acagcgcctc 


cctccagggt 


cctgcagaat 


ggaggagata 


480 


agttggagac 


gatgcccctc 


tacttggaag 


acgacat-bcg 


ccctgatata 


aaagatgata 


540 


tatatgaccc 


cacctacaag 


gataaggaag 


gcccaagccc 


caaggt-tgaa 


tatgtctgga 


600 



gaaacatca-t ccttatgtct ctgctacact tgggagccct gtatgggatc actttgattc 



660 



cbacctgcaa 


g't'tc'tacacc 


cggc^^uggg 




r< -t* a -I- 4- 4- i* rr -I- o 




720 


gca'taacagc 


aggagc'kca'k 


Cytc uguyga 




4- 4- a <^ a a a *-t*^ +- 

l^l^CLV^ClCiCl^V^ Km 


rmr* 4" n o fr* 
^u^\a» v»y 


780 


tacggctctt 


tctgatcatt 


gccaacacaa 






^a+"a*4a^aoQ 


840 


ctcgtgacca 


ccgtgcccac 


cacaagtttt 


cagaaacaca 


4— /*T/^4- ^ a 4~ 4— 

ugc u.ga T-cc t. 


^^a-l-aa4-+'rTT^ 


900 


gacgtggctt 


tttCttCtCt 


cacgtgggtt 


ggc ugc u ug^ 


gcgcaaacac 




•7 O V 


aagagaaggg 


gag'tacgc'ba 


gac^^gucug 


acc uagaagc 


ugagaaac ug 


g u g ci g X* L> v« v.* 


1 070 

X W 4b V/ 


agaggaggt:a 


ctacaaaccb 


ggc u ugc ugc 


ugax.g^gc 


ca ucc ugccc 


acgc u^g ugc 


1 ORO 
X u o v 


cctggtattt 


ctggggtgaa 


acT.^u^caaa 


acag'kg'kg'k'b 


cg'b'tgccac'b 


4- 4— ^1 4- ^ ^ a ^ 

u uc u ugcga u 


114 0 


atgctgtggt 


gcttaatgcc 


acctggctgg 


bgaacagbgc 


'bgcccacc'bc 


X X M ^r^T a ^ a ^ 

u ucgga ua 


1 900 


gtccttatga 


caagaacatt 


agcccccggg 


agaatatcct 


4- 4- ^ ^ a ^ 4" ^ 

gg^ u. ucac^x. 


ggagcT:g^gg 


1 9fi0 

J. ^ u w 


gtgagggctt 


ccacaactac 


caccactcct 


ttccctatga 


c uac ugcc 


cigx.gaLg uatjc 


J. O ^ V 


gc'bggcaca't 


caac't'kcacc 


aca^tic^^ca 


^^gau^gca^ 


ggccgccc uc 


gg^c u.ggcc u 


X O O \J 


a'bgaccggaa 


gaaag'tc'bcc 


aaggccgcca 


uC u^ggccag 


a 4> ^ a a a a a 

ga u^aaaaga 


a ^^/Y^a rra 4~ 

oiirf> o g g cL^ a 


1 0 

X 4 *■ V 


gaaactacaa 


gag'tggc'tga 


gtttggggtc 


cc^cagg^uc 


4— ^ X 4- 4- a a a 




1 ROO 


gcagagg't't't 


taatgtctgt 


'b 'b a'b "t a ac a 


c ugaa^aaug 


a ^ ^ a ^T^va 4~ 

c uaccagga u 


/~f /-^ ^ a a a r*r a ^ f*r 

gc^aaaga ug 


X ^ V 1/ 


atgatgttaa 


cccattccag 


tacagtattc 


t u utaaaatu 


^ a a a a a 4* ^ 

caaaagx.ai.T. 


rra a a e^c^r^ a a 
gddd^ wv«dd«^ 


X U ib V 


aactctgcct 


ttatgatgct 


aagctgatat 


4- A4-4-4-<^4-4-i^4- 


4— X 4— /*» 4— 4~ 

c u ua^cc TIC u 


^ L.^ L- L.L^ L.d 


1680 


ggcccattgt 


cctccttttc 


actttaatcg 


ccc'bcc't't'kc 


cc u ua u^gwc 


ucccaggcdci 


1 740 


gcagctggtc 


agtctttgct 


cag'kg'bccag 


C'b'kccaaagc 


c uagacaacc 


4~^^^^n^a/Y^ 

T. ug^agc 


1 fiOO 

X O V VI 


ctaaaacgaa 


tggtctttgc 


'bccaga'baac 




^gagc u.g^ug 


4- />Y a ^ 4~ ^ /^a 

ugagc u uuga 


1 RAO 

± DO li 


agtagg-tggc 


-ftgagctaga 


ga'taaaacag 


aa^ct:i:c^gg 


g'bag'tcccc't 


g u uga^ uauc 


1 Q9 O 


ttcagcccag 


gcttttgcta 


gatggaatgg 


aaaagcaact 


'bca'b'b'bgaca 


caaagcbbck 


X 70 u 


aaagcnaggt 


aaattgtcgg 


gggagagagt 


tagcaugtat 


gaatgtaagg 


a ugagggaag 


"7040 
Z U 4 vl 


cgaaggaacc 


tctcgccatg 


a'tcagaca'ba 


cagctgccba 


cc uaa^gagg 


ac u^caagcc 




ccaccaca'ta 


gca'bgc't'kcc 




ggc'bcgggg'b 


9 4 ^ ^ ^ ^^^^ ^^^^^^ 

aaaaag uggc 


ugcgg ugttT- 


9 1 fiO 
Z ± D U 


ggcaa'tgc'ka 


a't'bcaa'tgcc 


gcaaca'ka'ba 


gttgaggccg 


agga^aaaga 


aaagaca u u u 


9990 


taagtttgta 


gtaaaagtgg 


tctctgctgg 


ggaagggttt 


tcttttcttt 


ttttctttaa 


2280 


taacaaggag 


atttcttagt 


tcatatatca 


agaagtct-tg 


aagttgggtg 


tttccagaat 


2340 


tggtaaaaac 


agcagctcat 


agaattttga 


gtattccatg 


agctgctcat 


tacagttctt 


2400 


tcctctttct 


gctctgccat 


cttcaggata 


ttggttcttc 


ccctcatagt 


aataagatgg 


2460 



58 



ctgtggcatt 


'kccaaaca'tc 


caaaaaaagg 


gaagga't'b'ta 


aggagg'tgaa 


g^cgggucaa 


O Q O ft 


aaataaaatia 


'cat.atacara 


ta^aca^^gc 


^^agaacg^t 


aaac'ta't'tag 


agtia't'h'kccc 




'k'bccaaagag 


ggatgtttgg 


aaaaaac1:cb 


gaaggagagg 


aggaa'b^ag'b 


^» ^^^^^^ s ^ ^^^^ s 

^ggga ugcca 




atttcctctc 


cactgctgga 


catgagatgg 


agaggctigag 


ggacaggatc 


tataggcagc 


*? T O ft 


'k'tc'taagagc 


gaac't'tcaca 


"taggaaggga 


'bc'tgagaaca 


cg't'bcagggg 


ttgagaaggt 


O "7 ft 


'tac'tgag'tga 


g^tarxggga 


g^c^^aa^aa 


actaga^a^^ 


agg'tcca'b'tc 


a^uaa ullage 


O Q O ft 


tccagtttct 


cc't'tgaaa'tg 


ag'kaaaaac'b 


agaaggc'b'tc 


'bc'tccacag't 


g't'tg'tgcccc 


O Q Q ft 


n^cac^ca^^ 


tttttttgag 


gagaaggggg 


ncuci^gt^^aa 


ca'tc'bagcc'k 


aaag'ta'taca 


O O il ft 


aactgcctgg 


ggggcagggt 


'taggaa'bc'tc 


ttcactaccc 


tgattcttga 


^^cc^ggc^c 


ft ft ft 


taccctgtct 


gtcccttttc 


tttgaccaga 


tctttctctt 


ccctgaacgt 




'3 ft £ ft 


ccctggacag 


gcagcctcct 


ttgtgtgtat 


tcagaggcag 


tgatgacttg 


ctgtccaggc 




agctccctcc 


"bgcacacaga 


a'bgc'tcaggg 


'tcac'bgaacc 


actgcttctc 


t:rt:t:gaaagt 


3 loO 


agagctagct 


gccac't't'tca 


cg'tggcct.cc 


gcag'bg'tc'kc 


caccbacacc 


cc'bg'tgc'tcc 


"3 O >l A 


cctgccacac 


'bga'tggc'tca 


agacaaggct 


ggcaaaccct 


cccagaaaca 


'bc'bc'tggccc 


'a o ft ft 


agaaagccbc 


^c^c^ccct:c 


cc'tc'tc'bca'b 


gagaagccaa 


gcgc'tca'kg'b 


'tgagccag'bg 


o ft 


ggccagccac 


agagcaaaag 


agggtttatt 


ttcagtcccc 


tctctctggg 


'tcagaaccag 


•J yi "5 ft 


agggcatgct 


gaatgccccc 


tgcttacttg 


gtgagggtgc 


cccgcctgag 


tcagtgctct 


34 o 0 


cagckggcag 


'tgcaa'kgc'k'b 


g'bagaag'tag 


gaggaaacag 


^ uc ucac ugg 


gaagaagcaa 


o c >i n 
3o4 U 


gggcaagaac 


ccaag'kgcc't 


cacctcgaaa 


ggaggccckg 


'b'bccc'tggag 


t:caggg'tgaa 


O £ A A 


ctgcaaagcb 


"bliggcligaga 


cctiggga't't't 


gaga'taccac 


aaaccctgcb 


gaacacag'tg 




tctgttcagc 


aaactaacca 


gca't'tccc'ta 


cagcctaggg 


cagacaa'tag 


'ta'tagaagtic 


3720 


tggaaaaaaa 


caaaaacaga 


a't't'tgagaac 


cttggaccac 


tcctgtccct 


gtagctcagt 


3780 


catcaaagca 


gaagtctggc 


tttgctctat 


taagattgga 


aatgtacact 


accaaacact 


3840 


cagtccactg 


ttgagcccca 


gtgctggaag 


ggaggaaggc 


ctttcttctg 


tgttaattgc 


3900 


g'tagaggc'ta 


cagggg't'tag 


cdiggacbaa 


aggca'tcc'k't 


gtctttgagc 


tattcacctc 


3960 


ag'tagaaaag 


gatzckaaggg 


aaga'tcac'tg 


tagtttagtt 


ctgttgacct 


g'tgcacc'tac 


Jl A O A 

4020 


cccttggaaa 


tgtctgctgg 


tatttctaat 


tccacaggtc 


atcaga-tgcc 


tgcttgataa 


4080 


ta-tataaaca 


ataaaaacaa 


ctttcacttc 


ttcctattgt 


aatcgtgtgc 


catggatctg 


4140 


atctgtacca 


tgaccctaca 


taaggctgga 


tggcacctca 


ggctgagggc 


cccaatgtat 


4200 


gtgtggctgt 


gggtgtgggt 


gggagtgtgt 


ctgctgagta 


aggaacacga 


ttttcaagat 


4260 



59 



tctiaaagctc 


aa't'tcaag'tg 


acaca'tt:aa't 


ga'taaac'tca 


ga'tc'tga'tca 


agagt:ccgga 


4320 


'c^tc'caacag 


tccttgcttt 


ggggggtgtg 


C'kggcaac'b'k 


agc'tcagg'tg 


cc't'taca'kct: 


VI o o 
4380 


tit _» __1 _ 

tttctaatca 


cagtgttgca 


tatgagcctg 


ccctcactcc 


ctctgcagaa 


tccctttgca 


444 U 


cctgagaccc 


tactgaagtg 


gctggtagaa 


aaaggggcct 


gag'tggagga 


ttatcagtat. 


/I C A A 


cacga't'k'tgc 


aggat:'tccc't 


tctgggcttc 


a't'tc'tggaaa 


cttttgttag 


ggctgctttt 


>l C £ A 

4 DOU 


c1:1:aag1:gcc 


caca^rtgat. 


ggagggtgga 


aataatrtga 


atgtat^tga 


tttataagtt 




1 1 J_ J_ J_ A. X. ^ ^ ^ 

tttttttttt 


tttgggttaa 


aaga'bggt:t:g 


^agcar.l:l:aa 


aa'tggaaaa't 


tttctccttg 


>l £ O A 


gtttgctagt 


atcttgggtg 


tattctctgt 


aag'tgt.agc't 


caaa'tagg'bc 


a'tca'tgaaag 


4/40 


g'b'kaaaaaag 


cgagg'tggcc 


atgttatgct 


ggtggttgcc 


agggcckcca 


accac'kg'kgc 


>l O A A 

4 oOO 


cactgacttg 


ctgtgtgacc 


ctgggcaagt 


cacttaacta 


taaggtgcct 


cagttttcct: 


/I O f A 

4 ooO 


tctgttaaaa 


tggggataat 


aa'tact:gacc 


'tacc'tcaaag 


ggcagttttg 


aggcatgact 


y| A A 

4 92 0 


aatgcttttt 


agaaagca'tt 


ttgggatcct 


-bcagcacagg 


aat'tc'tcaag 


acctgagtat 


4980 


tttttataat 


aggaatgtcc 


acca'bgaact 


1:gai:acg'tcc 


gtgtgtccca 


ga'tgc'bg'tca 


5040 


ttagtctata 


tggttctcca 


agaaackgaa 


t;gaat:cca'b't 


ggagaagcgg 


'tgga'taac'ta 


5100 


gccagacaaa 


atttgagaat 


acataaacaa 


cgcattgcca 


cggaaacata 


cagaggatgc 


5160 


cttttctgtg 


attgggtggg 


attttttccc 


tttttatgtg 


ggatatagta 


gttacttgtg 


5220 


acaagaataa 


ttttggaata 


atttctatta 


atatcaactc 


tgaagctaat 


tgtactaatc 


5280 


tgagattgtg 


tttgttcata 


ataaaagtga 


agtgaatctg 


attgcactg 




5329 



<210> 2 

<211> 2775 

<212> DNA 

<213> Homo sapiens 

<400> 2 



gtactcgcca 


cggcacccag 


gctgcgcgca 


cgcggtcccg 


gtgtgcagct 


ggagagcgag 


60 


cggccaccgg 


gagcccccgg 


cacagcccgc 


gcccgccccg 


caggagcccg 


cgaagatgcc 


120 


ccggcgcagc 


ctgcacgcgg 


cggccgtgct 


cctgctggtg 


atcttaaagg 


aacagccttc 


180 


cagcccggcc 


ccagtgaacg 


gttccaagtg 


gacttatttt 


ggtcctgatg 


999eL9cLatag 


240 


ctggtccaag 


aagtacccgt 


cgtgtggggg 


cctgctgcag 


tcccccatag 


acctgcacag 


300 


tgacatcctc 


cagtatgacg 


ccagcctcac 


gcccctcgag 


ttccaaggct 


acaatctgtc 


360 


tgccaacaag 


cagtttctcc 


-tgaccaacaa 


tggccattca 


gtgaagctga 


acctgccctc 


420 


ggacatgcac 


atccagggcc 


tccagtctcg 


ctacagtgcc 


acgcagctgc 


acctgcactg 


480 



60 



ggggaacccg 


aatgacccgc 


acggctctga 


gcacaccgtc 


agcggacagc 


acttcgccgc 


540 


cgagctgcac 


attgtccatt 


ataactcaga 


cctttatcct 


gacgccagca 


ctgccagcaa 


600 


caagtcagaa 


ggcctcgctg 


tcctggctgt 


tctcattgag 


atgggctcct 


tcaatccgtc 


660 


c-batgacaag 


atcttcagtc 


accttcaaca 


tgtaaagtac 


aaaggccagg 


aagcattcgt 


720 


cccgggattc 


aacattgaag 


agctgcttcc 


ggagaggacc 


gctgaatatt 


accgctaccg 


780 


ggggtccctg 


accacacccc 


cttgcaaccc 


cactgtgctc 


tggacagttt 


tccgaaaccc 


840 


cgtgcaaatt 


tcccaggagc 


agctgctggc 


tttggagaca 


gccctgtact 


gcacacacat 


900 


ggacgaccct 


tcccccagag 


aaatgatcaa 


caacttccgg 


caggtccaga 


agttcgatga 


960 


gaggctggta 


tacacctcct 


tctcccaagt 


gcaagtctgt 


actgcggcag 


gactgagtct 


1020 


gggcatcatc 


ctctcactgg 


ccctggctgg 


cattcttggc 


atctgtattg 


tggtggtggt 


1080 


gtccatttgg 


cttttcagaa 


ggaagagtat 


caaaaaagg-b 


gataacaagg 


gagtcattta 


1140 


caagccagcc 


accaagatgg 


agactgaggc 


ccacgcttga 


ggtccccgga 


gctcccgggc 


1200 


acatccagga 


aggaccttgc 


tttggaccct 


acacacttcg 


gctctctgga 


cacttgcgac 


1260 


acctcaaggt 


gttctctgta 


gctcaatctg 


caaacatgcc 


aggcctcagg 


gatcctctgc 


1320 


tgggtgcctc 


cttgccttgg 


gaccatggcc 


accccagagc 


catccgatcg 


atggatggga 


1380 


tgcactctca 


gaccaagcag 


caggaa-t-bca 


aagctgcttg 


ctgtaactgt 


gtgagattgt 


1440 


gaagtggtct 


gaa1:tctgga 


atcacaaacc 


aagccatgct 


ggtgggccat 


taatggttgg 


1500 


aaaacacttt 


catccggggc 


tttgccagag 


cgtgctttca 


agtgtcctgg 


aaagtctgct 


1560 


gcttctccaa 


gctttcagac 


aagaatgtigc 


actctctgct 


taggttttgc 


ttgggaaact 


1620 


caacttcttt 


cctctggaga 


cggggcatct 


ccctctgatt 


tccttctgct 


atgacaaaac 


1680 


ctttaatctg 


caccttacaa 


ctcggggaca 


aatggggaca 


ggaaggatca 


agttgtagag 


1740 


agaaaaaaga 


aaacaagaga 


tatacattgt 


gatatattag 


ggacactttc 


acagtcctgt 


1800 


cctctggatc 


acagacactg 


cacagacctt 


agggaa-tggc 


aggttcaagt 


tccacttctt 


1860 


ggtggggatg 


agaagggaga 


gagagctaga 


gggacaaaga 


gaatgagaag 


acatiggatga 


1920 


tctgggagag 


tctcactttg 


gaatcagaat 


tggaatcaca 


ttctgtttat 


caagccataa 


1980 


tgtaaggaca 


gaataataca 


atattaagtc 


caaa-tccaac 


ctcctgtcag 


tggagcagtt 


2040 


atgttttata 


ctctacagat 


tttacaaata 


atgaggctgt 


tccttgaaaa 


tgtgttgttg 


2100 


ctgtgtcctg 


gaggagacat 


gagttccgag 


atgacccaat 


ctgcctttga 


atctggagga 


2160 


aa-taggcaga 


aacaaaatga 


ctgtagaact 


tattctctgt 


aggccaaatt 


tcatttcagc 


2220 


cacttctgca 


ggatccctac 


tgccaacctg 


gaatggagac 


ttttatctac 


ttctctctct 


2280 



ctgaagatgt 


caaatcgtgg 


tttagatcaa 


atatatttca 


agctataaaa 


gcaggaggtt 


2340 


atctgtgcag 


ggggctggca 


tcatgtattt 




aataatggaa 


tgctactaag 


2400 


atactccata 


ttcttccccg 


aatcacacag 


acagtttctg 


acaggcgcaa 


ctcctccatt 


2460 


ttcctcccgc 


a99'tgagaac 


cctgtggaga 


tgagtcagtg 


ccatgactga 


gaaggaaccg 


2520 


acccctagtt 


gagagcacct 


tgcagttccc 


cgagaactt-t 


ctgattcaca 


gtctcatttt 


2580 


gacagcatga 


aatgtcctct 


tgaagcatag 


ctttttaaat 


atctttttcc 


ttctactcct 


2640 


ccctctgact 


ctaagaattc 


tctcttctgg 


aatcgcttga 


acccaggagg 


cggaggttgc 


2700 


agtaagccaa 


ggtcatgcca 


ctgcactcta 


gcctgggtga 


cagagcgaga 


ctccatctca 


2760 


aaaaaaaaaa 


aaaaa 










2775 


<210> 3 

<211> 5060 

<212> DNA 

<213> Homo sapiens 












<400> 3 
gcacgagggg 


agttcggcgt 


ttgctggggc 


tgcagcagct 


gaagtgtagt 


gttttcttgg 


60 


gactggcggt 


ctgcacttct 


ctcccgggtt 


ccatctcccc 


ccgcccggtg 


gtgaggccct 


120 


cgaggagggc 


tcggacgggt 


gtagcgatcc 


gcgctagagg 


aagacgaggc 


ccgggaacgc 


180 


atgtccccca 


gggcaggtta 


gggggctgga 


ggggtcaaat 


cccggggtac 


ttgtggagac 


240 


tctttagcgt 


ggcttcttct 


ctctgctgag 


accccgagag 


ctttcccagt 


tctcctccca 


300 


ggaccaccgg 


ggttcctgaa 


gatcgggact 


tttctgcgcc 


cctccaccaa 


cagcccatct 


360 


cctgtctatg 


aagaaagacc 


cttcgtagaa 


acaacttccc 


cgctgctgac 


gcgttttccc 


420 


gtcccgtccc 


cgaagtagtc 


tactatgacc 


tcgttgtgag 


cctctgaacg 


attttgacac 


480 


tttcccgagg 


cctagggtat 


tiatatcctaa 


ccttactaaa 


gaccacagag 


gtgcttgcca 


540 


-ttatgggaaa 


tcagcttgct 


ggcattgctc 


cctcccagat 


cctttctgta 


gagagttatt 


600 


tttcagatat 


tcatgacttt 


gaatatgata 


aaagcctggg 


gagtactcgg 


ttttttaaag 


660 


ttgctcgagc 


caagcaccga 


gaaggcctgg 


tcgttgtgaa 


ggtttttgca 


attcaggatc 


720 


ccacattgcc 


tttaaccagc 


-tataaacaag 


agctggagga 


actgaaaa-tc 


aggcttaatt 


780 


ctgcacagaa 


ttgtctacct 


-t-tccagaaag 


catcagaaaa 


agcatctgag 


aaagcagcta 


840 


tgctctttag 


gcagtatgtg 


cgagacaatc 


tctatgatcg 


catcagtacc 


cgtccattct 


900 


-bgaataacat 


tgagaagcgc 


tggattgctt 


tccagatcct 


gacagctgtg 


gaccaagcac 


960 


acaaatctgg 


agttcgtcat 


ggggacatca 


agactgagaa 


tgtgatggtc 


accagttgga 


1020 


attgggttct 


tctaactgat 


tttgccagtt 


ttaagcccac 


ttatcttcca 


gaagacaacc 


1080 
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caa'b'ta't'k'tc 


't'k'bgacaca'k 


cacggaggag 


aac u ugc uau 


s ^ ^ ^ ^^^^ n 

a u ugc ucc ug 


1 1 A€\ 
1 ± fl tl 




tgatggtggg 


a^guu^gcca 


C'tgag'k'baga 


a'ta^aligaga 


ga'bcc'k'tcaa 


1 o nn 


ctccgcttgt 


agac'b'taaa'k 


agcaatiicaga 


gaacaagagg 


agagu u.gaag 


a ^^^^ a A ^^^^ 

agagcaaugg 


1 o 


acatcttttc 


agcaggttgt 


gtgatagctg 


agctttttac 


agaaggtgta 


ccattatttg 


1 T "5 n 
1 J z u 


atctctctca 


acttttggct 


'ta'tagaaa'tg 


gacatttttt 


cccbgaacaa 


g'tgc'taaa'ta 


I «3 Q n 


aaa't'tgaaga 


iicacag'ba'tc 


agagaa'b'bgg 


'baac'kcaga'k 


ga'b'tcaccg'b 


gagccaga^a 




a ac g't 'k ag a 


ggcagaaga'k 


'bac'b'kaaaac 


agcagcg'kgg 


caa'kgcc't'b'k 


cc ugaaat^ai::. 


1 Ron 




"bctti^cagccc 


'taca'bggccc 


ag'b'b'tgccaa 


ggaaacg'b'k'b 


cx.u^c ugcag 


1 I« £0 
X3 OU 


a'bgagcg'ta't 


tctggttata 


cggaagga'b'b 


'tgggcaaca'b 


'tali'tcacaa'k 


CT.ccguggac 


1 con 


atgatctgcc 


agaaaaagcc 


gaaggagagc 


ckaaggaaaa 


tgggctggtt 


a u ugg uax. 


X O OV/ 


ctgttataac 


atcctgccta 


cagaccc't'ba 


aatiac'bg'tga 


utccaaac ua 


gc ugct u ugg 


1 7 A n 


aacr.ga^T^ci: 


'bca'b'b'bggc'b 


ccaaga'k'taa 


g'tg'b'tgaaa'b 


cc u u u uggau 


eg ua uuac uc 


1 QHO 

X o uu 


catatctttt 


gca^b'b'bcagc 


aa'tgac'kc'bg 


'b'tcc'baggg'b 


gagggcbgaa 


gcc u ugagga 


1 Q £ f\ 

X o D U 


cg'k'bgaccaa 


agttcttgct 


C'bcg'bcaaag 


agg't'bcc'tcg 


^aa^ga^a^c 


aax^ac^^a^c 




cggaa'taca't 


tctgccaggc 


a'kagcccac'b 


'tagcccaaga 


^ga^gc^acr. 


a'bcg'b'bagac 


1 o o n 


tagcctatgc 


'bgaaaaca'ba 


gctctgctgg 


cagaaacagc 


tctgagattc 


C'kggaa'k'tag 


o n yi A 


tacagttaaa 


aaatcttaat 


atggaaaatg 


accccaataa 


tgaagaaata 


gatgaggtta 




caca'tccaaa 


^ggaaat.^a^ 


gacacagagc 


'tccaagcc't't 


aca'bgaaa'tg 


g'tccagcaga 


z 1 oU 


aag^x.g^^ac 


tttgctaagt 


gaccc^gaaa 


a^at:t:gt:aaa 


acaaacc'b'tg 


a'bggaaaa'tg 


o o o rt 


gaa'baacacg 


gc gl: g'b gt: a 


u^c^u uggac 


g^cagaaagc 


caacga^g^^ 


t ugttgtccc 


O O Q 

zz oil 


aca'bga'tliac 


r^^cc^aaa^ 


ga'taagaa'bg 


attggcatct 


acg'kggagca 


4>^^4>4»^M'«4> 

ttttttgata 


o ^ yi ft 


gtatagttgg 


tgttgctgcc 


^ _ X. _4_ ^ _ _x. 

tatgttggct 


ggcaaagcbc 


c^caa^^c^c 


aagcctcbgc 


•5 >l A ft 

Z 4 uU 


tgcaacaagg 


tcttagtgat 


gctgaggaat 


X. X. ^X- M a 4. 4. ^X. 

ttgtcattgt 


gaaagctctt 


tatgccctta 


«5 >i /r A 
Z 4 dU 


cttgtatgtg 


ccagttagga 


ctgctacaaa 


aaccccatgt 


ttacgaattt 


gccagtgata 


T C O A 

Z 3ZU 


ttgccccctt 


cctgtgtcat 


cccaat.'k'ta't 


gga'bacg'b'ta 


tggtgccgtg 


gga'b'b'ba'bca 


O R Q A 
Z 3oU 


cag'bgg'tagc 


'bcg'tcaaa'ta 


agiiacagckg 


a^g^c^ac^g 


'baaac'bga'tg 


cct:.^ai:cT.^g 


O £ >l A 

Z o40 


acccatatat 


-tacccaacca 


at:aatacaga 


t-tgaaagaaa 


acttgttctg 


ctcagtgttt 


2700 


taaaggaacc 


agtaagtcgt 


tctatatttg 


attatgcttt 


gaggtctaaa 


gatattacta 


2760 


gcttgttcag 


acatcttcac 


atgcgtcaga 


agaaacgaaa 


tggttctctt 


cccgactgcc 


2820 


ctccgccaga 


ggatcctgcc 


atagcacagc 


ttctgaagaa 


gttgctctca 


cagggaatga 


2880 



cagaggaaga 


ggaagacaaa 


C't'tc'tggcac 


'tgaaagac't't 


ca'tga'tgaaa 


'tc'taa'taaag 


2940 


caaaggccaa 


'ba'tag'tggac 


cagagcca'tc 


^rca^garag 


'bagt.cagaaa 


gg'tg'taa'b'tg 


3000 


acttggcagc 


tttaggcata 


actgggagac 


aagttgatct 


"tgiitaaaacc 


aaacaagaac 




cagatgacaa 


acgggccaga 


aaacatgtaa 


aacaagactc 


aaatgtaaat 


gaagaatgga 


3120 


aaagcatgtt 


tgggtcactg 


gacccaccaa 


acatgccaca 


ggccctacct 


aaagggagtg 


3180 


a-bcaggagg-t 


ga-btcagact 


gggaaacctc 


ctcgttccga 


gtcctctgct 


ggca't'b'tg'tg 


3240 


tccctttgtc 


^ _t_ - J 1 _ 

aacttcttca 


cagg1:tccag 


aagtgacaac 


'tg'tccaaaa't 


aaaaaaccag 


3300 


taataccgg't 


tttaagtagt 


acaatcttac 


catccaccta 


'tcaga'tiicga 


a1:T;acaact:1: 


3360 


gliaaaactga 


ac't'tcagcaa 


ctcaliccagc 


aaaagcggga 


gcag'tgcaa'b 


gctgagagaa 


3420 


tagctaagca 


gatgatggaa 


aatgctgaat 


gggagagtiaa 


accaccacca 


cctggatggc 


3480 


g'tcct:aaagg 


gctgttagtt 


gcccatcttc 


atgagca'taa 


atctgctgtg 


aat:cgaat.1:a 


3540 


gagtctctga 


-bgaacac-tca 


ctttttgcaa 


ca'tg't-tcaaa 


'tga'tggcaca 


g-tgaaaa-bck 


3600 


ggaacag-tca 


aaaga'tggag 


gggaagacca 


ccactaccag 


atctattctt 


aca'bacagcc 


3660 


gaattggagg 


acgagtcaag 


acgcbcacat 


-tctgccaagg 


c'tcccac'ta't 


-t-tagcca-tag 


3720 


cat:c'tga'taa 


tggtgctgtc 


cagcttcttg 


gaa't1:gaggc 


ttctaagctg 


cccaagtctc 


3780 


ctaaaa-tcca 


tcctctacaa 


agcagaattc 


tagatcagaa 


ggaggacggt 


tgtgttgtgg 


3840 


atatgcatca 


cttcaactct 


ggagcacagt 


ctgttcttgc 


ctatgccact 


gtgaatggct 


3900 


ctctggttgg 


ctgggacctt 


aggtcttcaa 


gcaatgcgtg 


gadi-t-taaag 


catgaiii^'taa 


3960 


ag'bcgggcc't 


catcacttcc 


tttgctgtgg 


acatccacca 


atgctggctc 


tgcattggta 


4020 


caagcagtgg 


taccatggct 


t:gt:tgggaca 


tgaggttcca 


gttgccaatt 


tcaagtcact 


4080 


gtcatccttc 


cagggctcga 


a'tcagacgcc 


-bctcaatgca 


ccctctgtat 


cagtcctggg 


4140 


'tga't'tgcagc 


tgttcagggc 


aacaacgaag 


tgtccatgtg 


ggacatggag 


actgg1:gaca 


4200 


gaagatttac 


tctctgggcc 


agcagtgcac 


caccactttc 


tgaattacag 


ccttctcctc 


4260 


atagcgtcca 


tggtatctac 


tgtagtcctg 


caga'tggaaa 


tcctatccta 


ctaacagctg 


4320 


gc'tcaga'ta't 


gaaaat;aagg 


ttttgggact 


tggcttaccc 


agaaagg'tcc 


tatgttgttg 


4380 


caggaagtac 


tagttcccca 


tctgtgtcct 


actacaggaa 


aai:aatt:gaa 


ggcact:gaag 


4440 


ttgtccagga 


aatticagaat 


aagcagaaag 


taggaccaag 


tgatgacacc 


cctcgaaggg 


4500 


gcccagagtc 


cctgcccgtg 


ggacatcatg 


acatcatcac 


tgatgtcgcc 


acat-kccaga 


4560 


ccacacaggg 


cttcatcgta 


actgcttcta 


gagatgggat 


tgtgaaggtg 


tggaaataaa 


4620 


acctactgat 


ttgtataaat 


tttaatagtt 


ataaatataa 


tactataact 


cgagaaaagg 


4680 



Ca uT. ucl^cL 


a a ^ A a ^ ^ 

gaacagauuc 


an uugc u uaa 






gacacccaaa 


A ^ ^^^^ 4 ^ ^^^^ 


't'bgcaagaa'k 


cagccagcca 


atagaggtga 


gaaatgtaaa 


atatgaaaat 


gttgaaaaga 


tggttgtaag 


ctattatagt 


ttcaaagcag 


ttaaactgta 


aaaaaaaaaa 


tcgagggggg 


gcccggtacc 
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<400> 4 
ctctttataa 


tttagtttcc 


anagaaguua 


gcgaccgtgt 


ctggggagcc 


gagccccgcb 


gcactgcgca 


gactccccgc 


tgcagtgggc 


ccctcgttca 


gcctgtccag 


acagaagckg 


agagcgaggc 


cgaggccctc 


agggtttgga 


c^crgcg^at 


cccccagcck 


"tgagggaaga 


aggtgcctgc 


agaggagccc 


gccaa'tgagc 


ctgcggaaaa 


gaaagcccgc 


tgggtcctgc 


gagcctgatg 


actcagctgt 


ttctatggga 


ccagcgccca 


gccccctgct 


a'bgaccc't'kg 


gggcctggac 


ttccccaatg 


cckccacggg 


cctgctcgcc 


ggtgcgcaca 


gcagccbgga 


caatgacacc 


cacacgcagg 


agcccbcbgc 


gcagaccctg 


gcaccaaagg 


gcg'kgaacg'k 


ccagccacag 


gcggacctgc 


aggctctgct 


catgcagaag 


ctgacccatg 


gcgtcctgca 


cttctacctg 


ggcagtgcca 


acatggactg 


cgtggtcatg 


tacaactgca 


gctgcctggc 


ctggttcctg 


ggccaggcag 


gcagctccat 



4'^^^/*«sa a a^ 


ua^guC ucca 


na uuac ugnn 


^ *7 >i n 


ct u ^ ^ L. u a cL ^ cl 


^ a ^ a ^ 

x.g uacu ugac 




4 a uu 


acaatgtctg 


ggatttttat 


tgtatatgtt 


4860 


gaatatgttt 


attttgtatt 


gaaaaagatg 


4920 


ataaacacat 


ttttgctatt 


aaaaatgcta 


4980 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


5040 
5060 



tatgtgcatt 


taaaaaaatt 


caa-tgctgga 


60 


tctcgctgcg 


gtgagcccgg 


actggggcac 


120 


ggagtcccac 


aggccccgcc 


cctcctccca 


180 


gggcccagcg 


gagg^agcag 


cagacgcctg 


240 


gaccctgaca 


cacccacctt 


ctcacctggg 


300 


tgaagcckaa 


actgatg-bac 


caggagctga 


360 


t:gcccatgaa 


tgagattgag 


gcgtggaagg 


420 


tggtcctcat 


tctggcggtt 


gtgggcttcg 


480 


atacggcgac 


ttgcatctct 


ttgggcccaa 


540 


cgaagcagtg 


ctggtggaaa 


gcattcctga 


600 


gaacccttcc 


accagccagg 


cctggctggg 


660 


catcgcctcc 


ttctactgga 


ccctcaccaa 


720 


ccagcagggt 


gaggaggtcc 


tccggcagct 


780 


ccgcatcgct 


gtgagcaagc 


ccagcgggcc 


840 


gcagagcggt 


gcccaggtcc 


gcatggtgga 


900 


taccaagttc 


tgggtggtgg 


accagaccca 


960 


gcgttcactg 


acccaggtca 


aggagctggg 


1020 


tcgagacctg 


accaagatct 


ttgaggccta 


1080 


cccatcaact 


tggccccggt 


tctatgacac 


1140 
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ccgctacaac 


caagagacac 


caatggagat 


ctgcctcaat 


ggaacccctg 


ctctggccta 


1200 


cctggcgagt 


gcgcccccac 


ccctgtgtcc 


aagtggccgc 


actccagacc 


tgaaggctct 


1260 


actcaacgtg 


gtggacaatg 


cccggagttt 


catctacgtc 


gctgtcatga 


actacctgcc 


1320 


cactctggag 


ttctcccacc 


ctcacaggtt 


ctggcctgcc 


attgacgatg 


ggctgcggcg 


1380 


ggccacctac 


gagcgtggcg 


ticaagg-tgcg 


cctgctcatc 


agctgctggg 


gacactcgga 


1440 


gccatccatg 


cgggccttcc 


tgctctctct 


ggctgccctg 


cg-tgacaacc 


atacccactc 


1500 


tgacatccag 


gtgaaactct 


ttgtggtccc 


cgcggatgag 


gcccaggctc 


gaatcccata 


1560 


tgcccgtgtc 


aaccacaaca 


agtacatggt 


gactgaacgc 


gccacctaca 


tcggaacctc 


1620 


caactggtct 


ggcaactact 


tcacggagac 


ggcgggcacc 


tcgctgctgg 


tgacgcagaa 


1680 


tgggaggggc 


ggcctgcgga 


gccagctgga 


ggccattttc 


ctgagggact 


gggactcccc 


1740 


ttacattcat 


gacct-bgaca 


ccbcagctga 


cagcg-tgggc 


aacgcctgcc 


gcctgctctg 


1800 


aggcccgatc 


cagtgggcag 


gccaaggcct 


gctgggcccc 


cgcggaccca 


ggtgctctgg 


1860 


gtcacggtcc 


ctgtccccgc 


acccccgctt 


ctgtctgccc 


cattgtggct 


cctcaggctc 


1920 


tctcccctgc 


tctcccacct 


ctacctccac 


ccccaccggc 


ctgacgctgt 


ggccccggga 


1980 


cccagcagag. 


ctgggggagg 


gatcagcccc 


caaagaaatg 


ggggtgcatg 


ctggcctgcc 


2040 


ccctggccca 


cccccacttt 


ccagggcaaa 


aagggcccag 


gg-tta-taa-ba 


agtaaataac 


2100 


ttgtctgtaa 


aaaaaaaaaa 


aaaaaaaaaa 


a 
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<400> 5 
ggcacgaggc 


gacgacctgt 


ctcgccgagc 


gcacgccttg 


ccgccgcccc 


gcagaaatgc 


60 


ttcggttacc 


cacagtcttt 


cgccagatga 


gaccggtgtc 


cagggtactg 


gctcctcatc 


120 


tcactcgggc 


ttatgccaaa 


gatgtaaaat 


ttggtgcaga 


tgcccgagcc 


ttaatgcttc 


180 


aaggtgtaga 


ccttttagcc 


gatgctgtgg 


ccgttacaat 


ggggccaaag 


ggaagaacag 


240 


tgattattga 


gcagagttgg 


ggaagtccca 


aagtaacaaa 


agatggtgtg 


actgttgcaa 


300 


ag-tcaat-tga 


cttaaaagat 


aaatacaaaa 


acattggagc 


taaacttgtt 


caagatgttg 


360 


ccaataacac 


aaatgaagaa 


gctggggatg 


gcactaccac 


tgctactgta 


ctggcacgct 


420 


ctatagccaa 


ggaaggcttc 


gagaagatta 


gcaaaggtgc 


taatccagtg 


gaaatcagga 


480 


gaggtgtgat 


gttagctgtt 


gatgctgtaa 


ttgctgaact 


taaaaagcag 


tctaaacctg 


540 


tgaccacccc 


tgaagaaatt 


gcacaggttg 


ctacgatttc 


tgcaaacgga 


gacaaagaaa 


600 



^ ^ s 


cauc uc^ga u 


gcaa ugaaaa 


aag u uggaag 


aaaggg ug 


a 4~ A o a ct^ a s» 


Q O U 




A A ^1 A ^1 4^ A A ''4* 

aacac^gaa u 


M s ^ 9 a ^ ^ a 

ga ugaa u^ag 


aaa u ua w ugo. 


a f^nr* a ^ a a 

aggca ugaag 


u u uga ucgag 


/ ^ \i 


^^^^ ^» A 4i» A ^» 

CfC u£l uo, Tl. uuC 




a u^aauaca u 


a a a a ^r^^ ^ a 

caaaagg u.ca 


gaaa ug ugaa 


u uccciggci ug 


/ O V 


0^ 0^ ^ ^ ^ 

CC uS ug u uC t 


0^ ^» ^*<r A /^^^ A A 

g c. ugag ugaa 


A A 0*^ A A A A ^ ^ 

aa ^ a cLao. u u u 


c uag ua ucca 


a ^ a 

g ucca u ugud 




O *4 V 


AAA ^ 0W0% 0^ A A 

aaau ugCCela. 


4* ^^^^ A ^^^^ ^v^* 

b^gc ucaccg u 


aagcc t u ugg 


uca u.aa u.cgc 


u.gaagaug^^ 


^ra ^^^a ^va a 

gci^ggagaag 




c 'be a a g t; etc 


actcgbckbg 


aabaggctaa 


agg u^gg uc u 


ucagg u ugug 


gcagucaagg 


27 o u 


etc c £1999'^'^ 


'bgg'bgacaa'b 


agaaagaacc 


A ^ ^> AAA 0*9 A 

agc^uaaaga 


ua^ggc uau u 


gc uac uggug 


1 0*50 

X uz u 


9^9ca9^9^^ 


"bggagaagag 


gga'k'kgaccc 


bgaabc'k'bga 


agacgb'tcag 


cc'bca'bgac'b 




'baggaaaag't 


'bggagagg'tc 


a't'bg'bgacca 


aagacga'bgc 


M9i^MM<4kM^^ 9 

cat:gcuc^^a 


aaaggaaaag 


1 1 /I o 


gbgacaaggc 


'tcaaa't'tgaa 


aaacg'ba'k'kc 


aagaaabcab 


'tgagcagbba 


09 A 4>» ^^^v 0% A A A 

gaxgncacaa 


1 O ft 


ctagtgaata 


bgaaaaggaa 


aaac'bgaa'bg 


aacggctbgc 


aaaacbbbca 


0m A ^ 0^09 A 09 09 

gaxggag ugg 


1 o ft 
1 z o u 


c1:gt:gct:gaa 


ggttggtggg 


acaag'tga'tg 


b-bgaagbgaa 


bgaaaagaaa 


gacagagbba 


1 o O ft 


caga'kgccc'b 


'baa'bgc'baca 


agagcbgcbg 


4^ ^» 0*9 A A A A 0^0^ 

u ugaagaagg 


cab ug u ug 


0^0^ A 09 0^0^0^^W 1 ^ 


1 '^Qft 
X .3 D U 


g'tgccctccb. 


'bcga'tgca't't 


ccagcc'b'tgg 


A A ^» 0m A 

ac uca^^gac 


^ ^^^^ A ^^^^^^ A A 

xccagc uaa u 


A A A A A A 

gaagaucaaa 


1 AAA 
X 4 4 U 


aaa'b'kgg'ba'b 


agaaa'k'ba'b'k 


aaaagaacac 


0^ A A A A ^ 

ucaaaa u ucc 


A 0m0H A A ^» 0^ A 

agcaaugacc 


A 4* ^^^^ A A 0^ A 

auxgc naaga 


1 Cftft 


atgcaggtgt 


tgaaggatct 


ttgatagttg 


agaaaa'bbab 


gcaaagxt^cc 


A 0m A A ^r^* ^ 

ucagaag u ug 


1 RAft 


gttatgatgc 


tatggctgga 


g a ti b b b g b g a 


A A ^» 0m f^^^ 0m 0m A 

a ua ugg^gga 


A A A A ^m A A ^» 

aaaaggaa uc 


A ^» A 0^ A A 


1 A 9 ft 
X o z u 


caaagg'b'bg't 


gagaacbgct 


't b. a't b g gab g 


C'bgc'bgg'bgb 


0m 0m 0^ 0m ^ >^ ^ 

ggcc bC uC^g 


^» 4* A A 0m ^ A 0^ A 

u^aac uacag 


1 ^ Q ft 
X O oU 


cagaag'b'tg'b 


agbcacagaa 


a'b'bcc'taaag 


aagagaagga 


ccc'bggaa'bg 


gg-bgcaabgg 


1 T >l ft 
X / 4 U 


gtiggaatiggg 


agg'tgg'ta'bg 


ggaggbggca 


bgb'bc'taac't 


cctagactag 


"t gc b ac c "t 


1 Q ft ft 


^ba^baatga 


ac'tg'tgacag 


gaagcccaag 


gcag'bg'kbcc 


'bcaccaa'kaa 


cbbcagagaa 


1 O £ ft 


g'kcag't'tgga 


gaaaabgaag 


aaaaaggctg 


gc'tgaaaa'bc 


ac'ta'taacca 


bcagb-bacbg 


1 Q "5 ft 


M^ ^ ^ M ^W<^ ^ M 

gtttcagttg 


acaaaababa 


taatggttta 


ctgctgtcat 


tgtccatgcc 


bacagabaab 


1 O Q ft 


ttattttgta 


tttt ugaa ua 


aaaaacabbb 


gtacattcct 


gatactgggt 


acaagagcca 


O ft /I ft 


tgtaccagtg 


tactgctttc 


aacttaaatc 


actgaggcat 


ttttactact 


abtcbgbbaa 


2100 


aa-tcaggatt 


ttagtgcttg 


ccaccaccag 


atgagaagtt 


aagcagccti: 


bctgbggaga 


2160 


gtgagaataa 


ttgtgtacaa 


ag-tagagaag 


tatccaatta 


tgtgacaacc 


btbgbgbaab 


2220 


aaaaattligt 


ttaaagttaa 


aaaaaaaaaa 


aaaaaaaa 






2258 
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<212> DNA 

<213> Homo sapiens 

<400> 6 



agcatccgga 


gcggagcbgc 


agcagcgccg 


ccttttgtgc 


tgcggccgcg 


gagcccccga 


60 


gggcccag-tg 


ttcaccatca 


taccaggggc 


cagaggcgat 


ggcttgcctc 


catgagaccc 


120 


gaacacccbc 


tccttccttt 


gggggctttg 


tgtctaccct 


aagtgaggca 


tccatgcgca 


180 


agctggaccc 


agacact-bct 


gactgcactc 


ccgagaagga 


cctgacgcct 


acccatgtcc 


240 


tgcagctaca 


tgagcaggat 


gcagggggcc 


cagggggagc 


agctgggtca 


cctgagagtc 


300 


gggcatccag 


agttcgagct 


gacgaggtgc 


gactgcagtg 


ccagagtggc 


agtggcttcc 


360 


ttgagggcct 


ctttggctgc 


ctgcgccctg 


tctggaccat 


gattggcaaa 


gcctactcca 


420 


ctgagcacaa 


gcagcagcag 


gaagaccttt 


gggaggtccc 


ctttgaggaa 


atcctggacc 


480 


tgcagtgggt 


gggctcaggg 


gcccagggtg 


ctgtcttcct 


ggggcgcttc 


cacggggagg 


540 


aggtggctgt 


gaagaaggtg 


cgagacctca 


aagaaaccga 


catcaagcac 


ttgcgaaagc 


600 


tgaagcaccc 


caacatca-kc 


actttcaagg 


gtgtgtgcac 


ccaggctccc 


tgctactgca 


660 


tcctcatgga 


gttctgcgcc 


cagggccagc 


tgtatgaggt 


actgcgggct 


ggccgccctg 


720 


tcaccccctc 


cttactggtt 


gactggtcca 


tgggcatcgc 


tggtggcatg 


aactacctgc 


780 


acctgcacaa 


gattatccac 


agggatctca 


agtcacccaa 


ca-tgc'taa'tc 


acctacgacg 


840 


atgtggtgaa 


gatctcagat 


tttggcactt 


ccaaggagct 


gagtgacaag 


agcaccaaga 


900 


tgtcctttgc 


agggacag^a 


gcctggatgg 


cccctgaggt 


gatccgcaat 


gaacctgtg-b 


960 


ctgagaaggt 


cgacatctgg 


tcctttggcg 


tggtgctatg 


ggaactgctg 


actggtgaga 


1020 


tcccctacaa 


agacgtagat 


tcctcagcca 


ttatctgggg 


tgtgggaagc 


aacagtctcc 


1080 


atctgcccgt 


gccctccagt 


tgcccagatg 


gtttcaagat 


cctgcttcgc 


cagtgctgga 


1140 


atagcaaacc 


acgaaatcgc 


ccatcattcc 


gacagatcct 


gctgcatctg 


gacattgcct 


1200 


cagctgatgt 


actctccaca 


ccccaggaga 


cttactttaa 


gtcccaggca 


gagtggcggg 


1260 


aagaagtaaa 


actgcacttt 


gaaaagatta 


agtcagaagg 


gacctgtctg 


caccgcctag 


1320 


aagaggaact: 


ggtgatgagg 


aggagggagg 


agctcagaca 


cgccctggac 


atcagggagc 


1380 


actatgaaag 


gaagctggag 


agagccaaca 


acctgtatat 


ggaacttaat 


gccctcatgt 


1440 


tgcagctgga 


actcaaggag 


agggagctgc 


tcaggcgaga 


gcaagcttta 


gagcggaggt 


1500 


gcccaggcct 


gctgaagcca 


cacccttccc 


ggggcctcct 


gcatggaaac 


acaatggaga 


1560 


agcttatcaa 


gaagaggaat 


gtgccacaga 


agctgtcacc 


ccatagcaaa 


aggccagata 


1620 


tcctcaagac 


ggagtctttg 


ctccctaaac 


tagatgcagc 


cctgagtggg 


gtggggcttc 


1680 



ctgggtgtcc 


taaggccccc 


ccctcaccag 


gacggagtcg 


ccgtggcaag 


acccgtcacc 


1740 


gcaaggccag 


cgccaagggg 


agctgtgggg 


acctgcctgg 


gcttcgtaca 


gctgtgccac 


1800 


cccatgaacc 


tggaggacca 


ggaagcccag 


ggggcctagg 




tcagcctggg 


1860 


aggcctgccc 


tcccgccctc 


cgtgggcttc 


atcatgacct 


cctgctccgc 


aaaatgtctt 


1920 


catcgtcccc 


agacctgctg 


tcagcagcac 


tagggtcccg 


gggccggggg 


gccacaggcg 


1980 


gagctgggga 


tcctggctca 


ccacctccgg 


cccggggt:ga 


caccccacca 


agtgagggct 


2040 


cagcccctgg 


ctccaccagc 


ccagattcac 


ctgggggagc 


caaaggggaa 


ccacctcctc 


2100 


cagtagggcc 


tggtgaaggt 


gtggggcttc 


tgggaactgg 


aagggaaggg 


acctcaggcc 


2160 


ggggaggaag 


ccgggctggg 


tcccagcact 


tgaccccagc 


tgcactgctg 


tacagggctg 


2220 


ccgtcacccg 


aagtcagaaa 


cgtggcatct 


catcggaaga 


ggaggaagga 


gaggtagaca 


2280 


gtgaag-taga 


gctgacatca 


agccagaggt 


ggcctcagag 


cctgaacatg 


cgccag-tcac 


2340 


tatctacctt 


cagctcagag 


aatccatcag 


atggggagga 


aggcacagct 


agtgaacctt 


2400 


cccccagtgg 


cacacctgaa 


gttggcagca 


ccaacactga 


tgagcggcca 


gatgagcggt 


2460 


ctgatgacat 


gtgctcccag 


ggctcagaaa 


tcccactgga 


cccacctcct 


tcagaggtca 


2520 


tccctggccc 


tgaacccagc 


tccctgccca 


ttccacacca 


ggaacttctc 


agagagcggg 


2580 


gccctcccaa 


ttctgaggac 


tcagactgtg 


acagcact:ga 


attggacaac 


-bccaacagcg 


2640 


ttgatgcctt 


gcggccccca 


gcttccctcc 


ctccatgaaa 


gccactcgta 


ttccttgtac 


2700 


atagagaaat 


atttatatgg 


a-ttatatata 


tatacatata 


tatatatata 


tgcgccacat 


2760 


aatcaacaga 


aagatggggc 


tgtcccagcc 


gtaagtcagg 


ctcgagggag 


actgatcccc 


2820 


tgaccaattc 


acctgataaa 


ctc-fcagggac 


actggcagct 


gtggaaatga 


atgaggcaca 


2880 


gccgtagagc 


tgtggctaag 


ggcaagcccc 


ttcctgcccc 


accccattcc 


ttatattcag 


2940 


caagcaacaa 


ggcaatagaa 


aagccagggt 


tgtctttata 


ttctttatcc 


ccaaataata 


3000 


gggggtgggg 


ggaggggcgg 


tgggaggggc 


aggagagaaa 


accacttaga 


ctgcactttt 


3060 


ctgttccgtt 


tactctgttt 


acacattttg 


cacttgggag 


gagggaggct 


aaggctgggt 


3120 


cctcccctct 


gaggtttctc 


agg-tggcaat 


gtaactcatt 


tttttgtccc 


accatttatc 


3180 


ttctctgccc 


aagccctgtc 


ttaaggccca 


gggggaggtt 


aggagactga 


tagcatgtga 


3240 


tggctcaggc 


tgaagaaccg 


gggtgctgtt 


taagtccctg 


cttttatcct 


ggtgcctgat 


3300 


tggggtgggg 


actgtcctac 


tgtaacccct 


gtgaaaaacc 


ttgaaatata 


acactccatg 


3360 


cagga 
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<211> 359 
<212> PRT 
<213> Homo sapiens 

<400> 7 

Met Pro Ala His Leu Leu Gin Asp Asp lie Ser Ser Ser Tyr Thr Thr 
15 10 15 



Thr Thr Thr lie Thr Ala Pro Pro Ser Arg Val Leu Gin Asn Gly Gly 
20 25 30 



Asp Lys Leu Glu Thr Met Pro Leu Tyr Leu Glu Asp Asp lie Arg Pro 
35 40 45 



Asp lie Lys Asp Asp lie Tyr Asp Pro Thr Tyr Lys Asp Lys Glu Gly 
50 55 60 



Pro Ser Pro Lys Val Glu Tyr Val Trp Arg Asn lie lie Leu Met Ser 
65 70 75 80 



Leu Leu His Leu Gly Ala Leu Tyr Gly lie Thr Leu lie Pro Thr Cys 
85 90 95 



Lys Phe Tyr Thr Trp Leu Trp Gly Val Phe Tyr Tyr Phe Val Ser Ala 
100 105 110 



Leu Gly lie Thr Ala Gly Ala His Arg Leu Trp Ser His Arg Ser Tyr 
115 120 125 



Lys Ala Arg Leu Pro Leu Arg Leu Phe Leu lie lie Ala Asn Thr Met 
130 135 140 



Ala Phe Gin Asn Asp Val Tyr Glu Trp Ala Arg Asp His Arg Ala His 
145 150 155 160 



His Lys Phe Ser Glu Thr His Ala Asp Pro His Asn Ser Arg Arg Gly 
165 170 175 



Phe Phe Phe Ser His Val Gly Trp Leu Leu Val Arg Lys His Pro Ala 
180 185 190 



Val Lys Glu Lys Gly Ser Thr Leu Asp Leu Ser Asp Leu Glu Ala Glu 
195 200 205 



Lys Leu Val Met Phe Gin Arg Arg Tyr Tyr Lys Pro Gly Leu Leu Leu 
210 215 220 
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Met Cys Phe lie Leu Pro Thr Leu Val Pro Trp Tyr Phe Trp Gly Glu 
225 230 235 240 



Thr Phe Gin Asn Ser Val Phe Val Ala Thr Phe Leu Arg Tyr Ala Val 
245 250 255 



Val Leu Asn Ala Thr Trp Leu Val Asn Ser Ala Ala His Leu Phe Gly 
260 265 270 



Tyr Arg Pro Tyr Asp Lys Asn lie Ser Pro Arg Glu Asn lie Leu Val 
275 280 285 



Ser Leu Gly Ala Val Gly Glu Gly Phe His Asn Tyr His His Ser Phe 
290 295 300 



Pro Tyr Asp Tyr Ser Ala Ser Glu Tyr Arg Trp His lie Asn Phe Thr 
305 310 315 320 



Thr Phe Phe lie Asp Cys Met Ala Ala Leu Gly Leu Ala Tyr Asp Arg 
325 330 335 



Lys Lys Val Ser Lys Ala Ala lie Leu Ala Arg lie Lys Arg Thr Gly 
340 345 350 



Asp Gly Asn Tyr Lys Ser Gly 
355 



<210> 8 

<211> 354 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Pro Arg Arg Ser Leu His Ala Ala Ala Val Leu Leu Leu Val lie 
15 10 15 



Leu Lys Glu Gin Pro Ser Ser Pro Ala Pro Val Asn Gly Ser Lys Trp 
20 25 30 



Thr Tyr Phe Gly Pro Asp Gly Glu Asn Ser Trp Ser Lys Lys Tyr Pro 
35 40 45 



Ser Cys Gly Gly Leu Leu Gin Ser Pro lie Asp Leu His Ser Asp lie 
50 55 60 



71 



Leu Gin Tyr Asp Ala Ser Leu Thr Pro Leu Glu Phe Gin Gly Tyr Asn 
65 70 75 80 



Leu Ser Ala Asn Lys Gin Phe Leu Leu Thr Asn Asn Gly His Ser Val 
85 90 95 



Lys Leu Asn Leu Pro Ser Asp Met His lie Gin Gly Leu Gin Ser Arg 
100 105 110 



Tyr Ser Ala Thr Gin Leu His Leu His Trp Gly Asn Pro Asn Asp Pro 
115 120 125 



His Gly Ser Glu His Thr Val Ser Gly Gin His Phe Ala Ala Glu Leu 
130 135 140 



His lie Val His Tyr Asn Ser Asp Leu Tyr Pro Asp Ala Ser Thr Ala 
145 150 155 160 



Ser Asn Lys Ser Glu Gly Leu Ala Val Leu Ala Val Leu lie Glu Met 
165 170 175 



Gly Ser Phe Asn Pro Ser Tyr Asp Lys lie Phe Ser His Leu Gin His 
180 185 190 



Val Lys Tyr Lys Gly Gin Glu Ala Phe Val Pro Gly Phe Asn lie Glu 
195 200 205 



Glu Leu Leu Pro Glu Arg Thr Ala Glu Tyr Tyr Arg Tyr Arg Gly Ser 
210 215 220 



Leu Thr Thr Pro Pro Cys Asn Pro Thr Val Leu Trp Thr Val Phe Arg 
225 230 235 240 



Asn Pro Val Gin lie Ser Gin Glu Gin Leu Leu Ala Leu Glu Thr Ala 
245 250 255 



Leu Tyr Cys Thr His Met Asp Asp Pro Ser Pro Arg Glu Met lie Asn 
260 265 270 



Asn Phe Arg Gin Val Gin Lys Phe Asp Glu Arg Leu Val Tyr Thr Ser 
275 280 285 



Phe Ser Gin Val Gin Val Cys Thr Ala Ala Gly Leu Ser Leu Gly lie 
290 295 300 
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lie Leu Ser Leu Ala Leu Ala Gly lie Leu Gly lie Cys lie Val Val 
305 310 315 320 



Val Val Ser lie Trp Leu Phe Arg Arg Lys Ser lie Lys Lys Gly Asp 
325 330 335 



Asn Lys Gly Val lie Tyr Lys Pro Ala Thr Lys Met Glu Thr Glu Ala 
340 345 350 



His Ala 



<210> 9 

<211> 1358 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Gly Asn Gin Leu Ala Gly lie Ala Pro Ser Gin lie Leu Ser Val 
15 10 15 



Glu Ser Tyr Phe Ser Asp lie His Asp Phe Glu Tyr Asp Lys Ser Leu 
20 25 30 



Gly Ser Thr Arg Phe Phe Lys Val Ala Arg Ala Lys His Arg Glu Gly 
35 40 45 



Leu Val Val Val Lys Val Phe Ala lie Gin Asp Pro Thr Leu Pro Leu 
50 55 60 



Thr Ser Tyr Lys Gin Glu Leu Glu Glu Leu Lys lie Arg Leu Asn Ser 
65 70 75 80 



Ala Gin Asn Cys Leu Pro Phe Gin Lys Ala Ser Glu Lys Ala Ser Glu 
85 90 95 



Lys Ala Ala Met Leu Phe Arg Gin Tyr Val Arg Asp Asn Leu Tyr Asp 
100 105 110 



Arg lie Ser Thr Arg Pro Phe Leu Asn Asn lie Glu Lys Arg Trp lie 
115 120 125 



Ala Phe Gin lie Leu Thr Ala Val Asp Gin Ala His Lys Ser Gly Val 
130 135 140 
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Arg His Gly Asp lie Lys Thr Glu Asn Val Met Val Thr Ser Trp Asn 
145 150 155 160 



Trp Val Leu Leu Thr Asp Phe Ala Ser Phe Lys Pro Thr Tyr Leu Pro 
165 170 175 



Glu Asp Asn Pro Ala Asp Phe Asn Tyr Phe Phe Asp Thr Ser Arg Arg 
180 185 190 



Arg Thr Cys Tyr lie Ala Pro Glu Arg Phe Val Asp Gly Gly Met Phe 
195 200 205 



Ala Thr Glu Leu Glu Tyr Met Arg Asp Pro Ser Thr Pro Leu Val Asp 
210 215 220 



Leu Asn Ser Asn Gin Arg Thr Arg Gly Glu Leu Lys Arg Ala Met Asp 
225 230 235 240 



lie Phe Ser Ala Gly Cys Val lie Ala Glu Leu Phe Thr Glu Gly Val 
245 250 255 



Pro Leu Phe Asp Leu Ser Gin Leu Leu Ala Tyr Arg Asn Gly His Phe 
260 265 270 



Phe Pro Glu Gin Val Leu Asn Lys lie Glu Asp His Ser lie Arg Glu 
275 280 285 



Leu Val Thr Gin Met lie His Arg Glu Pro Asp Lys Arg Leu Glu Ala 
290 295 300 



Glu Asp Tyr Leu Lys Gin Gin Arg Gly Asn Ala Phe Pro Glu lie Phe 
305 310 315 320 



Tyr Thr Phe Leu Gin Pro Tyr Met Ala Gin Phe Ala Lys Glu Thr Phe 
325 330 335 



Leu Ser Ala Asp Glu Arg lie Leu Val lie Arg Lys Asp Leu Gly Asn 
340 345 350 



lie lie His Asn Leu Cys Gly His Asp Leu Pro Glu Lys Ala Glu Gly 
355 360 365 



Glu Pro Lys Glu Asn Gly Leu Val lie Leu Val Ser Val lie Thr Ser 
370 375 380 
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Cys Leu Gin Thr Leu Lys Tyr Cys Asp Ser Lys Leu Ala Ala Leu Glu 
385 390 395 400 



Leu lie Leu His Leu Ala Pro Arg Leu Ser Val Glu lie Leu Leu Asp 
405 410 415 



Arg lie Thr Pro Tyr Leu Leu His Phe Ser Asn Asp Ser val Pro Arg 
420 425 430 



Val Arg Ala Glu Ala Leu Arg Thr Leu Thr Lys Val Leu Ala Leu Val 
435 440 445 



Lys Glu Val Pro Arg Asn Asp lie Asn lie Tyr Pro Glu Tyr lie Leu 
450 455 460 



Pro Gly lie Ala His Leu Ala Gin Asp Asp Ala Thr lie Val Arg Leu 
465 470 475 480 



Ala Tyr Ala Glu Asn lie Ala Leu Leu Ala Glu Thr Ala Leu Arg Phe 
485 490 495 



Leu Glu Leu Val Gin Leu Lys Asn Leu Asn Met Glu Asn Asp Pro Asn 
500 505 510 



Asn Glu Glu lie Asp Glu Val Thr His Pro Asn Gly Asn Tyr Asp Thr 
515 520 525 



Glu Leu Gin Ala Leu His Glu Met Val Gin Gin Lys Val Val Thr Leu 
530 535 540 



Leu Ser Asp Pro Glu Asn lie Val Lys Gin Thr Leu Met Glu Asn Gly 
545 550 555 560 



lie Thr Arg Leu Cys Val Phe Phe Gly Arg Gin Lys Ala Asn Asp Val 
565 570 575 



Leu Leu Ser His Met lie Thr Phe Leu Asn Asp Lys Asn Asp Trp His 
580 585 590 



Leu Arg Gly Ala Phe Phe Asp Ser lie Val Gly Val Ala Ala Tyr Val 
595 600 605 



Gly Trp Gin Ser Ser Ser lie Leu Lys Pro Leu Leu Gin Gin Gly Leu 
610 615 620 
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Ser Asp Ala Glu 61u Phe Val lie Val Lys Ala Leu Tyr Ala Leu Thr 
625 630 635 640 



Cys Met Cys Gin Leu Gly Leu Leu Gin Lys Pro His Val Tyr Glu Phe 
645 650 655 



Ala Ser Asp lie Ala Pro Phe Leu Cys His Pro Asn Leu Trp lie Arg 
660 665 670 



Tyr Gly Ala Val Gly Phe lie Thr Val Val Ala Arg Gin lie Ser Thr 
675 680 685 



Ala Asp Val Tyr Cys Lys Leu Met Pro Tyr Leu Asp Pro Tyr lie Thr 
690 695 700 



Gin Pro lie lie Gin lie Glu Arg Lys Leu Val Leu Leu Ser Val Leu 
705 710 715 720 



Lys Glu Pro Val Ser Arg Ser lie Phe Asp Tyr Ala Leu Arg Ser Lys 
725 730 735 



Asp lie Thr Ser Leu Phe Arg His Leu His Met Arg Gin Lys Lys Arg 
740 745 750 



Asn Gly Ser Leu Pro Asp Cys Pro Pro Pro Glu Asp Pro Ala lie Ala 
755 760 765 



Gin Leu Leu Lys Lys Leu Leu Ser Gin Gly Met Thr Glu Glu Glu Glu 
770 775 780 



Asp Lys Leu Leu Ala Leu Lys Asp Phe Met Met Lys Ser Asn Lys Ala 
785 790 795 800 



Lys Ala Asn lie Val Asp Gin Ser His Leu His Asp Ser Ser Gin Lys 
805 810 815 



Gly Val lie Asp Leu Ala Ala Leu Gly lie Thr Gly Arg Gin Val Asp 
820 825 830 



Leu Val Lys Thr Lys Gin Glu Pro Asp Asp Lys Arg Ala Arg Lys His 
835 840 845 



Val Lys Gin Asp Ser Asn Val Asn Glu Glu Trp Lys Ser Met Phe Gly 
850 855 860 
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Ser Leu Asp Pro Pro Asn Met Pro Gin Ala Leu Pro Lys Gly Ser Asp 
865 870 875 880 



Gin Glu Val lie Gin Thr Gly Lys Pro Pro Arg Ser Glu Ser Ser Ala 
885 890 895 



Gly lie Cys Val Pro Leu Ser Thr Ser Ser Gin Val Pro Glu Val Thr 
900 905 910 



Thr Val Gin Asn Lys Lys Pro Val lie Pro Val Leu Ser Ser Thr lie 
915 920 925 



Leu Pro Ser Thr Tyr Gin lie Arg lie Thr Thr Cys Lys Thr Glu Leu 
930 935 940 



Gin Gin Leu lie Gin Gin Lys Arg Glu Gin Cys Asn Ala Glu Arg lie 
945 950 955 960 



Ala Lys Gin Met Met Glu Asn Ala Glu Trp Glu Ser Lys Pro Pro Pro 
965 970 975 



Pro Gly Trp Arg Pro Lys Gly Leu Leu Val Ala His Leu His Glu His 
980 985 990 



Lys Ser Ala Val Asn Arg lie Arg Val Ser Asp Glu His Ser Leu Phe 
995 1000 1005 



Ala Thr Cys Ser Asn Asp Gly Thr Val Lys lie Trp Asn Ser Gin 
1010 1015 1020 



Lys Met Glu Gly Lys Thr Thr Thr Thr Arg Ser lie Leu Thr Tyr 
1025 1030 1035 



Ser Arg lie Gly Gly Arg Val Lys Thr Leu Thr Phe Cys Gin Gly 
1040 1045 1050 



Ser His Tyr Leu Ala lie Ala Ser Asp Asn Gly Ala Val Gin Leu 
1055 1060 1065 



Leu Gly lie Glu Ala Ser Lys Leu Pro Lys Ser Pro Lys lie His 
1070 1075 1080 



Pro Leu Gin Ser Arg lie Leu Asp Gin Lys Glu Asp Gly Cys Val 
1085 1090 1095 
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Val Asp Met His His Phe Asn Ser Gly Ala Gin Ser Val Leu Ala 
1100 1105 1110 



Tyr Ala Thr Val Asn Gly Ser Leu Val Gly Trp Asp Leu Arg Ser 
1115 1120 1125 



Ser Ser Asn Ala Trp Thr Leu Lys His Asp Leu Lys Ser Gly Leu 
1130 1135 1140 



lie Thr Ser Phe Ala Val Asp lie His Gin Cys Trp Leu Cys lie 
1145 1150 1155 



Gly Thr Ser Ser Gly Thr Met Ala Cys Trp Asp Met Arg Phe Gin 
1160 1165 1170 



Leu Pro lie Ser Ser His Cys His Pro Ser Arg Ala Arg lie Arg 
1175 1180 1185 



Arg Leu Ser Met His Pro Leu Tyr Gin Ser Trp Val lie Ala Ala 
1190 1195 1200 



Val Gin Gly Asn Asn Glu Val Ser Met Trp Asp Met Glu Thr Gly 
1205 1210 1215 



Asp Arg Arg Phe Thr Leu Trp Ala Ser Ser Ala Pro Pro Leu Ser 
1220 1225 1230 



Glu Leu Gin Pro Ser Pro His Ser Val His Gly lie Tyr Cys Ser 
1235 1240 1245 



Pro Ala Asp Gly Asn Pro lie Leu Leu Thr Ala Gly Ser Asp Met 
1250 1255 1260 



Lys lie Arg Phe Trp Asp Leu Ala Tyr Pro Glu Arg Ser Tyr Val 
1265 1270 1275 



Val Ala Gly Ser Thr Ser Ser Pro Ser Val Ser Tyr Tyr Arg Lys 
1280 1285 1290 



lie lie Glu Gly Thr Glu Val Val Gin Glu lie Gin Asn Lys Gin 
1295 1300 1305 



Lys Val Gly Pro Ser Asp Asp Thr Pro Arg Arg Gly Pro Glu Ser 
1310 1315 1320 
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Leu Pro Val Gly His His Asp lie lie Thr Asp Val Ala Thr Phe 
1325 1330 1335 



Gin Thr Thr Gin Gly Phe lie Val Thr Ala Ser Arg Asp Gly lie 
1340 1345 1350 



Val Lys Val Trp Lys 
1355 



<210> 10 

<211> 437 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Thr Gin Leu Phe Leu Trp Glu Tyr Gly Asp Leu His Leu Phe Gly 
15 10 15 



Pro Asn Gin Arg Pro Ala Pro Cys Tyr Asp Pro Cys Glu Ala Val Leu 
20 25 30 



Val Glu Ser lie Pro Glu Gly Leu Asp Phe Pro Asn Ala Ser Thr Gly 
35 40 45 



Asn Pro Ser Thr Ser Gin Ala Trp Leu Gly Leu Leu Ala Gly Ala His 
50 55 60 



Ser Ser Leu Asp lie Ala Ser Phe Tyr Trp Thr Leu Thr Asn Asn Asp 
65 70 75 80 



Thr His Thr Gin Glu Pro Ser Ala Gin Gin Gly Glu Glu Val Leu Arg 
85 90 95 



Gin Leu Gin Thr Leu Ala Pro Lys Gly Val Asn Val Arg lie Ala Val 
100 105 110 



Ser Lys Pro Ser Gly Pro Gin Pro Gin Ala Asp Leu Gin Ala Leu Leu 
115 120 125 



Gin Ser Gly Ala Gin Val Arg Met Val Asp Met Gin Lys Leu Thr His 
130 135 140 



Gly Val Leu His Thr Lys Phe Trp Val Val Asp Gin Thr His Phe Tyr 
145 150 155 160 



Leu Gly Ser Ala Asn Met Asp Trp Arg Ser Leu Thr Gin Val Lys Glu 
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165 170 175 



Leu Gly Val Val Met Tyr Asn Cys Ser Cys Leu Ala Arg Asp Leu Thr 
180 185 190 



Lys lie Phe Glu Ala Tyr Trp Phe Leu Gly Gin Ala Gly Ser Ser lie 
195 200 205 



Pro Ser Thr Trp Pro Arg Phe Tyr Asp Thr Arg Tyr Asn Gin Glu Thr 
210 215 220 



Pro Met Glu lie Cys Leu Asn Gly Thr Pro Ala Leu Ala Tyr Leu Ala 
225 230 235 240 



Ser Ala Pro Pro Pro Leu Cys Pro Ser Gly Arg Thr Pro Asp Leu Lys 
245 250 255 



Ala Leu Leu Asn Val Val Asp Asn Ala Arg Ser Phe lie Tyr Val Ala 
260 265 270 



Val Met Asn Tyr Leu Pro Thr Leu Glu Phe Ser His Pro His Arg Phe 
275 280 285 



Trp Pro Ala lie Asp Asp Gly Leu Arg Arg Ala Thr Tyr Glu Arg Gly 
290 295 300 



Val Lys Val Arg Leu Leu lie Ser Cys Trp Gly His Ser Glu Pro Ser 
305 310 315 320 



Met Arg Ala Phe Leu Leu Ser Leu Ala Ala Leu Arg Asp Asn His Thr 
325 330 335 



His Ser Asp lie Gin Val Lys Leu Phe Val Val Pro Ala Asp Glu Ala 
340 345 350 



Gin Ala Arg lie Pro Tyr Ala Arg Val Asn His Asn Lys Tyr Met Val 
355 360 365 



Thr Glu Arg Ala Thr Tyr lie Gly Thr Ser Asn Trp Ser Gly Asn Tyr 
370 375 380 



Phe Thr Glu Thr Ala Gly Thr Ser Leu Leu Val Thr Gin Asn Gly Arg 
385 390 395 400 



Gly Gly Leu Arg Ser Gin Leu Glu Ala lie Phe Leu Arg Asp Trp Asp 
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405 410 415 



Ser Pro Tyr lie His Asp Leu Asp Thr Ser Ala Asp Ser Val Gly Asn 
420 425 430 



Ala Cys Arg Leu Leu 
435 



<210> 11 

<211> 573 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Leu Arg Leu Pro Thr Val Phe Arg Gin Met Arg Pro Val Ser Arg 
15 10 15 



Val Leu Ala Pro His Leu Thr Arg Ala Tyr Ala Lys Asp Val Lys Phe 
20 25 30 



Gly Ala Asp Ala Arg Ala Leu Met Leu Gin Gly Val Asp Leu Leu Ala 
35 40 45 



Asp Ala Val Ala Val Thr Met Gly Pro Lys Gly Arg Thr Val lie lie 
50 55 60 



Glu Gin Ser Trp Gly Ser Pro Lys Val Thr Lys Asp Gly Val Thr Val 
65 70 75 80 



Ala Lys Ser lie Asp Leu Lys Asp Lys Tyr Lys Asn lie Gly Ala Lys 
85 90 95 



Leu Val Gin Asp Val Ala Asn Asn Thr Asn Glu Glu Ala Gly Asp Gly 
100 105 110 



Thr Thr Thr Ala Thr Val Leu Ala Arg Ser lie Ala Lys Glu Gly Phe 
115 120 125 



Glu Lys lie Ser Lys Gly Ala Asn Pro Val Glu lie Arg Arg Gly Val 
130 135 140 



Met Leu Ala Val Asp Ala Val lie Ala Glu Leu Lys Lys Gin Ser Lys 
145 150 155 160 



Pro Val Thr Thr Pro Glu Glu lie Ala Gin Val Ala Thr He Ser Ala 
165 170 175 
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Asn Gly Asp Lys Glu lie Gly Asn lie lie Ser Asp Ala Met Lys Lys 
180 185 190 



Val Gly Arg Lys Gly Val lie Thr Val Lys Asp Gly Lys Thr Leu Asn 
195 200 205 



Asp Glu Leu Glu lie lie Glu Gly Met Lys Phe Asp Arg Gly Tyr lie 
210 215 220 



Ser Pro Tyr Phe lie Asn Thr Ser Lys Gly Gin Lys Cys Glu Phe Gin 
225 230 235 240 



Asp Ala Tyr Val Leu Leu Ser Glu Lys Lys lie Ser Ser lie Gin Ser 
245 250 255 



lie Val Pro Ala Leu Glu lie Ala Asn Ala His Arg Lys Pro Leu Val 
260 265 270 



lie lie Ala Glu Asp Val Asp Gly Glu Ala Leu Ser Thr Leu Val Leu 
275 280 285 



Asn Arg Leu Lys Val Gly Leu Gin Val Val Ala Val Lys Ala Pro Gly 
290 295 300 



Phe Gly Asp Asn Arg Lys Asn Gin Leu Lys Asp Met Ala lie Ala Thr 
305 310 315 320 



Gly Gly Ala Val Phe Gly Glu Glu Gly Leu Thr Leu Asn Leu Glu Asp 
325 330 335 



Val Gin Pro His Asp Leu Gly Lys Val Gly Glu Val lie Val Thr Lys 
340 345 350 



Asp Asp Ala Met Leu Leu Lys Gly Lys Gly Asp Lys Ala Gin lie Glu 
355 360 365 



Lys Arg lie Gin Glu lie lie Glu Gin Leu Asp Val Thr Thr Ser Glu 
370 375 380 



Tyr Glu Lys Glu Lys Leu Asn Glu Arg Leu Ala Lys Leu Ser Asp Gly 
385 390 395 400 



Val Ala Val Leu Lys Val Gly Gly Thr Ser Asp Val Glu Val Asn Glu 
405 410 415 
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Lys Lys Asp Arg Val Thr Asp Ala Leu Asn Ala Thr Arg Ala Ala Val 
420 425 430 



Glu Glu Gly lie Val Leu Gly Gly Gly Cys Ala Leu Leu Arg Cys lie 
435 440 445 



Pro Ala Leu Asp Ser Leu Thr Pro Ala Asn Glu Asp Gin Lys lie Gly 
450 455 460 



lie Glu lie lie Lys Arg Thr Leu Lys lie Pro Ala Met Thr lie Ala 
465 470 475 480 



Lys Asn Ala Gly Val Glu Gly Ser Leu lie Val Glu Lys lie Met Gin 
485 490 495 



Ser Ser Ser Glu Val Gly Tyr Asp Ala Met Ala Gly Asp Phe Val Asn 
500 505 510 



Met Val Glu Lys Gly lie lie Asp Pro Thr Lys Val Val Arg Thr Ala 
515 520 525 



Leu Leu Asp Ala Ala Gly Val Ala Ser Leu Leu Thr Thr Ala Glu Val 
530 535 540 



Val Val Thr Glu lie Pro Lys Glu Glu Lys Asp Pro Gly Met Gly Ala 
545 550 555 560 



Met Gly Gly Met Gly Gly Gly Met Gly Gly Gly Met Phe 
565 570 



<210> 12 

<211> 859 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Ala Cys Leu His Glu Thr Arg Thr Pro Ser Pro Ser Phe Gly Gly 
15 10 15 



Phe Val Ser Thr Leu Ser Glu Ala Ser Met Arg Lys Leu Asp Pro Asp 
20 25 ^ 30 



Thr Ser Asp Cys Thr Pro Glu Lys Asp Leu Thr Pro Thr His Val Leu 
35 40 45 
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Gin Leu His Glu Gin Asp Ala Gly Gly Pro Gly Gly Ala Ala Gly Ser 
50 55 60 



Pro Glu Ser Arg Ala Ser Arg Val Arg Ala Asp Glu Val Arg Leu Gin 
65 70 75 80 



Cys Gin Ser Gly Ser Gly Phe Leu Glu Gly Leu Phe Gly Cys Leu Arg 
85 90 95 



Pro Val Trp Thr Met lie Gly Lys Ala Tyr Ser Thr Glu His Lys Gin 
100 105 110 



Gin Gin Glu Asp Leu Trp Glu Val Pro Phe Glu Glu lie Leu Asp Leu 
115 120 125 



Gin Trp Val Gly Ser Gly Ala Gin Gly Ala Val Phe Leu Gly Arg Phe 
130 135 140 



His Gly Glu Glu Val Ala Val Lys Lys Val Arg Asp Leu Lys Glu Thr 
145 150 155 160 



Asp lie Lys His Leu Arg Lys Leu Lys His Pro Asn lie lie Thr Phe 
165 170 175 



Lys Gly Val Cys Thr Gin Ala Pro Cys Tyr Cys lie Leu Met Glu Phe 
180 185 190 



Cys Ala Gin Gly Gin Leu Tyr Glu Val Leu Arg Ala Gly Arg Pro Val 
195 200 205 



Thr Pro Ser Leu Leu Val Asp Trp Ser Met Gly lie Ala Gly Gly Met 
210 215 220 



Asn Tyr Leu His Leu His Lys lie lie His Arg Asp Leu Lys Ser Pro 
225 230 235 240 



Asn Met Leu lie Thr Tyr Asp Asp Val Val Lys lie Ser Asp Phe Gly 
245 250 255 



Thr Ser Lys Glu Leu Ser Asp Lys Ser Thr Lys Met Ser Phe Ala Gly 
260 265 270 



Thr Val Ala Trp Met Ala Pro Glu Val lie Arg Asn Glu Pro Val Ser 
275 280 285 
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Glu Lys Val Asp lie Trp Ser Phe Gly Val Val Leu Trp Glu Leu Leu 
290 295 300 



Thr Gly Glu lie Pro Tyr Lys Asp Val Asp Ser Ser Ala lie lie Trp 
305 310 315 320 



Gly Val Gly Ser Asn Ser Leu His Leu Pro Val Pro Ser Ser Cys Pro 
325 330 335 



Asp Gly Phe Lys lie Leu Leu Arg Gin Cys Trp Asn Ser Lys Pro Arg 
340 345 350 



Asn Arg Pro Ser Phe Arg Gin lie Leu Leu His Leu Asp lie Ala Ser 
355 360 365 



Ala Asp Val Leu Ser Thr Pro Gin Glu Thr Tyr Phe Lys Ser Gin Ala 
370 375 380 



Glu Trp Arg Glu Glu Val Lys Leu His Phe Glu Lys lie Lys Ser Glu 
385 390 395 400 



Gly Thr Cys Leu His Arg Leu Glu Glu Glu Leu Val Met Arg Arg Arg 
405 410 415 



Glu Glu Leu Arg His Ala Leu Asp lie Arg Glu His Tyr Glu Arg Lys 
420 425 430 



Leu Glu Arg Ala Asn Asn Leu Tyr Met Glu Leu Asn Ala Leu Met Leu 
435 440 445 



Gin Leu Glu Leu Lys Glu Arg Glu Leu Leu Arg Arg Glu Gin Ala Leu 
450 455 460 



Glu Arg Arg Cys Pro Gly Leu Leu Lys Pro His Pro Ser Arg Gly Leu 
465 470 475 480 



Leu His Gly Asn Thr Met Glu Lys Leu lie Lys Lys Arg Asn Val Pro 
485 490 495 



Gin Lys Leu Ser Pro His Ser Lys Arg Pro Asp lie Leu Lys Thr Glu 
500 505 510 



Ser Leu Leu Pro Lys Leu Asp Ala Ala Leu Ser Gly Val Gly Leu Pro 
515 520 525 
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Gly Cys Pro Lys Ala Pro Pro Ser Pro Gly Arg Ser Arg Arg Gly Lys 
530 535 540 



Thr Arg His Arg Lys Ala Ser Ala Lys Gly Ser Cys Gly Asp Leu Pro 
545 550 555 560 



Gly Leu Arg Thr Ala Val Pro Pro His Glu Pro Gly Gly Pro Gly Ser 
565 570 575 



Pro Gly Gly Leu Gly Gly Gly Pro Ser Ala Trp Glu Ala Cys Pro Pro 
580 585 590 



Ala Leu Arg Gly Leu His His Asp Leu Leu Leu Arg Lys Met Ser Ser 
595 600 605 



Ser Ser Pro Asp Leu Leu Ser Ala Ala Leu Gly Ser Arg Gly Arg Gly 
610 615 620 



Ala Thr Gly Gly Ala Gly Asp Pro Gly Ser Pro Pro Pro Ala Arg Gly 
625 630 635 640 



Asp Thr Pro Pro Ser Glu Gly Ser Ala Pro Gly Ser Thr Ser Pro Asp 
645 650 655 



Ser Pro Gly Gly Ala Lys Gly Glu Pro Pro Pro Pro Val Gly Pro Gly 
660 665 670 



Glu Gly Val Gly Leu Leu Gly Thr Gly Arg Glu Gly Thr Ser Gly Arg 
675 680 685 



Gly Gly Ser Arg Ala Gly Ser Gin His Leu Thr Pro Ala Ala Leu Leu 
690 695 700 



Tyr Arg Ala Ala Val Thr Arg Ser Gin Lys Arg Gly lie Ser Ser Glu 
705 710 715 720 



Glu Glu Glu Gly Glu Val Asp Ser Glu Val Glu Leu Thr Ser Ser Gin 
725 730 735 



Arg Trp Pro Gin Ser Leu Asn Met Arg Gin Ser Leu Ser Thr Phe Ser 
740 745 750 



Ser Glu Asn Pro Ser Asp Gly Glu Glu Gly Thr Ala Ser Glu Pro Ser 
755 760 765 
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Pro Ser Gly Thr Pro Glu Val Gly Ser Thr Asn Thr Asp Glu Arg Pro 
770 775 780 



Asp Glu Arg Ser Asp Asp Met Cys Ser Gin Gly Ser Glu lie Pro Leu 
785 790 795 800 

Asp Pro Pro Pro Ser Glu Val lie Pro Gly Pro Glu Pro Ser Ser Leu 
805 810 815 

Pro lie Pro His Gin Glu Leu Leu Arg Glu Arg Gly Pro Pro Asn Ser 
820 825 830 

Glu Asp Ser Asp Cys Asp Ser Thr Glu Leu Asp Asn Ser Asn Ser Val 
835 840 845 

Asp Ala Leu Arg Pro Pro Ala Ser Leu Pro Pro 



<210> 13 

<211> 2807 

<212> DNA 

<213> Homo sapiens 

<400> 13 

cttttgtgct gcggccgcgg agcccccgag ggcccagtgt tcaccatcat accaggggcc 60 

agaggcgatg gcttgcctcc atgagacccg aacaccctct ccttcctttg ggggctttgt 120 

gtctacccta agtgaggcat ccatgcgcaa gctggaccca gacacttctg actgcactcc 180 

cgagaaggac ctgacgccta cccagtgtgt acttcgagat gtggtacccc ttggtgggca 240 

gggtggggga gggcccagcc cctccccagg tggagagccg ccccctgagc cctttgccaa 300 

cagtgtcctg cagctacatg agcaggatgc agggggccca gggggagcag cbgggtcacc 360 

tgagagtcgg gcatccagag ttcgagctga cgaggtgcga ctgcagtgcc agagtggcag 420 

tggcttcctt gagggcctct ttggctgcct gcgccctgtc tggaccatga ttggcaaagc 480 

ctactccact gagcacaagc agcagcagga agacctttgg gaggtcccct ttgaggaaat 54 0 

cctggacctg cagtgggtgg gctcaggggc ccagggtgct gtcttcctgg ggcgcttcca 600 

cggggaggag g-tggctgtga agaagg-tgcg agaccbcaaa gaaaccgaca -bcaagcactt 660 

gcgaaagcbg aagcacccca aca-bcatcac t-ttcaagggt gtgtgcaccc aggctccctg 720 

ctactgcatc ctcatggagt tctgcgccca gggccagctg tatgaggtac tgcgggctgg 780 

ccgccctgtc accccctcct tactggttga ctggtccatg ggcatcgctg gtggcatgaa 840 

ctacctgcac ctgcacaaga ttatccacag ggatctcaag tcacccaaca tgctaatcac 900 
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^» M| «Mk ^M> 1^ ^» 


guggugaaga 


ucaga^^ u 


uggccic u^wc 


aaggagc ugci 




7 O il 


caccdd.ga.'b^ 


^cc u ub.gcag 


ggacag uagc 


c ugga^ggcc 


Cw ugagg ugci 


u c> ^ \.r a ci i« ^ ci 


109 0 


a.CC u^u^ uC^ 


gagaagg^cg 


aca uc^gg^c 


c uggcg^g 


g ugc ua u>ggg 


ci ci v« u ^ o g CL V« 


1 ORO 

X vl O 


tggtgagatc 


ccckacaaag 


acgtagattc 


c ucagccatu 


atctggggtg 


^ ^Y ^» a a a a 

ugggaagcaa 


X X ** u 


c acf c t. c c a 'b 


C'tgcccg'tgc 


cc'bccag'b'bg 


cccaga'bgg't 


'b'bcaaga'kcc 


ugc uucgcca 


1 •> n A 


g'tgcbggaa.'b 


agcaaaccac 


gaaaucgc uc 


o s ^^ft A 

a ucax. uccga 


9 9 ^^^^ ^^^^ 

caga^cc ugc 


ugca uc^gga 


1 9 AO 

X z o u 


ca't'tgcc'tca. 


gc'tga'tg'kac 


"tcbccacacc 


ccaggagact 


uacuu uaagu 


^^^^ a ^^^v^^ a a 

cccaggcaga 


1 9 o 
X J z u 


g'tggcgggaa 


gaagt:aaaac 


'tgcac't't'tga 


aaaga^uaag 


^cagaaggga 


cc uguc ugca 


1 '%QO 
X O O u 


ccgcctagaa 


gaggaackgg 


^ga^gaggag 


gagggaggag 


c^cagacacg 


Co ^ g g ci w ci u 


1 ^ ^ 0 


cagggagcac 


tiatigaaagga 


agcbggagag 


agccaacaac 


c^guauaugg 


a a ^ a a 4* 

aac u uaa ugc 


1 ROO 
X 3 U U 


cc'bca'kg'b'bg 


cagcbggaac 


'kcaaggagag 


ggagc ugc uc 


aggcgagagc 


a a ^ ^ +- a fx a 

o.o.gCx'Ui^ua.goL 


X ^ O V/ 


gcggagg'tgc 


ccaggcctgc 


'tgaagccaca 


ccc u ucccgg 


ggcc ucc^gc 


a uggaaa.cac 


1 fi90 
X D Z V 


aa^ggagaag 


Cuuaucaaga 


agaggaa ug u 


gccacagaag 


c ug ucacccc 




1 ^flO 
X O O 1/ 


gccaga'ta'tc 


cbcaagacgg 


ag^C't't'kgc'b 


ccc^aaac ua 


ga ugcagccc 


tgagtggggt 


1 7 A O 
X / 4 U 


ggggcttcct 


ggg'bg'kcc'ba 


agggcccccc 


cbcaccagga 


cggag^cgcc 


g uggcaagac 


1 SOO 
X O V u 


ccgtcaccgc 


aaggccagcg 


ccaaggggag 


ctgtggggac 


ctgcctgggc 


't'tcg'tacagc 


X O O U 


tgtgccaccc 


catgaacctg 


gaggaccagg 


aagcccaggg 


ggcctaggag 


ggggaccc tc 


1 Q o n 
X 7 z u 


agcctgggag 


gcctgccctc 


ccgcccbccg 


ugggcttcat 


ca'kgacc'bcc 


'tgc'tccgcaa 


1 Q Q n 
X 7 o u 


aa'bg'bc't'tca 


'bcg'tccccag 


acctgcbglic 


agcagcacta 


ggg'kcccggg 


gccggggggc 


o n vi fi 


cacaggcgga 


gc'bgggga'tc 


cbggctcacc 


acc'bccggcc 


cgggg'tgaca 


ccccaccaag 


o 1 on 


"bgagggctca 


gccccbggck 


ccaccagccc 


aga'b'kcacc'b 


gggggagcca 


aaggggaacc 


z X o u 


acctccbcca 


gtagggcctg 


g'bgaagg'tg'b 


ggggcbiicbg 


ggaacbggaa 


gggaagggac 


*3 '3 o rt 

z z z u 


ctcaggccgg 


ggaggaagcc 


gggctgggtc 


ccagcac't'kg 


accccagcbg 


cac ugc ugta 


O *> Q rt 

Z Z o u 


cagggctgcc 


g'tcacccgaa 


gticagaaacg 


liggca'tc'bca 


t:cggaagagg 


aggaaggaga 


o 1 /I rt 
Z J 4 U 


gg'tagacag't 


gaag^agagc 


^gaca ucaag 


ccagagg^gg 


cc ucagagcc 


^gaaca ugcg 


•5 4 no 

Z 4 UU 


ccag'bcac'ta 


'kc'tacc'k'tca 


gctcagagaa 


c c ati c ag a 


ggggaggaag 


^^^^ a ^1 a ^r^t a 

gcacagc uag 


o A i:o 

Z 4 DU 


tgaaccttcc 


cccagtggca 


cacctgaagt 


tggcagcacc 


aacactgatg 


agcg^ccaga 


2520 


tgagcggtct 


gatgacatgt 


gctcccaggg 


ctcagaaa-kc 


ccactggacc 


cacctccttc 


2580 


agaggtcatc 


cctggccctg 


aacccagctc 


cctgcccatt 


ccacaccagg 


aacttctcag 


2640 


agagcggggc 


cctcccaatt 


ctgaggactc 


agactgtgac 


agcactgaat 


tggacaactc 


2700 
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caacagcg-tt gatgccttgc ggcccccagc ttccctccct ccatgaaagc cactcgtatt 2760 
ccttgtacat agagaaatat ttatataaat tatatatata tacatat 2807 



<210> 14 

<211> 350 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Ala Cys Leu His Glu Thr Arg Thr Pro Ser Pro Ser Phe Gly Gly 
15 10 15 



Phe Val Ser Thr Leu Ser Glu Ala Ser Met Arg Lys Leu Asp Pro Asp 
20 25 30 



Thr Ser Asp Cys Thr Pro Glu Lys Asp Leu Thr Pro Thr Gin Cys Val 
35 40 45 



Leu Arg Asp Val Val Pro Leu Gly Gly Gin Gly Gly Gly Gly Pro Ser 
50 55 60 



Pro Ser Pro Gly Gly Glu Pro Pro Pro Glu Pro Phe Ala Asn Ser Val 
65 70 75 80 



Leu Gin Leu His Glu Gin Asp Ala Gly Gly Pro Gly Gly Ala Ala Gly 
85 90 95 



Ser Pro Glu Ser Arg Ala Ser Arg Val Arg Ala Asp Glu Val Arg Leu 
100 105 110 



Gin Cys Gin Ser Gly Ser Gly Phe Leu Glu Gly Leu Phe Gly Cys Leu 
115 120 125 



Arg Pro Val Trp Thr Met lie Gly Lys Ala Tyr Ser Thr Glu His Lys 
130 135 140 



Gin Gin Gin Glu Asp Leu Trp Glu Val Pro Phe Glu Glu lie Leu Asp 
145 150 155 160 



Leu Gin Trp Val Gly Ser Gly Ala Gin Gly Ala Val Phe Leu Gly Arg 
165 170 175 



Phe His Gly Glu Glu Val Ala Val Lys Lys Val Arg Asp Leu Lys Glu 
180 185 190 
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Thr Asp lie Lys His Leu Arg Lys Leu Lys His Pro Asn lie lie Thr 
195 200 205 



Phe Lys Gly Val Cys Thr Gin Ala Pro Cys Tyr Cys lie Leu Met Glu 
210 215 220 



Phe Cys Ala Gin Gly Gin Leu Tyr Glu Val Leu Arg Ala Gly Arg Pro 
225 230 235 240 



Val Thr Pro Ser Leu Leu Val Asp Trp Ser Met Gly lie Ala Gly Gly 
245 250 255 



Met Asn Tyr Leu His Leu His Lys lie lie His Arg Asp Leu Lys Ser 
260 265 270 



Pro Asn Met Leu lie Thr Tyr Asp Asp Val Val Lys lie Ser Asp Phe 
275 280 285 



Gly Thr Ser Lys Glu Leu Ser Asp Lys Ser Thr Lys Met Ser Phe Ala 
290 295 300 



Gly Thr Val Ala Trp Met Ala Pro Glu Val lie Arg Asn Glu Pro Val 
305 310 315 320 



Ser Glu Lys Val Asp lie Trp Ser Phe Gly Val Val Leu Trp Glu Leu 
325 330 335 



Leu Thr Gly Glu lie Pro Tyr Lys Asp Val Asp Ser Ser Ala 
340 345 350 



<210> 15 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 15 

aaggaggaga taagttggag 



<210> 16 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 16 

aacagtgctg cccacctctt c 



<210> 17 
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<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 17 

aaccagccag gcagaggttt t 



<210> 18 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 18 

aaggctacaa tctgtctgcc a 



<210> 19 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 19 

aacattgaag agctgcttcc g 



<210> 20 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 20 

aatctgcaaa catgccaggc c 



<210> 21 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 21 

aactcagacc tttatcctga c 



<210> 22 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 22 

aagttcga-bg agaggctggt a 



<210> 23 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 23 

aagctctctt caactctcct c 



<210> 24 

<211> 21 

<212> DNA 

.<213> Homo sapiens 

<400> 24 

aatggtcaac gtcctcaagg c 21 

<210> 25 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 25 

aacctcagca tcactaagac c 21 

<210> 26 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 26 

aactggaagg atgacagtga c 21 

<210> 27 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 27 

aagcagtgct ggtggaaagc a 21 

<210> 28 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 28 

aacatggact ggcgttcact g 21 

<210> 29 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 29 

aaggctctac tcaacgtggt g 21 

<210> 30 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 30 

aatcccatat gcccgtgtca a 



21 



<210> 31 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 31 

aacacaaatg aagaagctgg g 21 



<210> 32 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<210> 33 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 33 

aagaacagtg attattgagc a 21 

<210> 34 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<210> 35 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 35 

aagcagcagc aggaagacct t 21 

<210> 36 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 32 

aaattgccaa tgctcaccgt: a 



21 



<400> 34 

aattgctgaa cttaaaaagc a 



21 



<400> 36 

aagaggaact ggtga-bgagg a 



21 



<210> 



37 
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